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Table 1. Phenotypes of Aphis gossypii, their host-plant and sampling localities

Sampling location Winged or Wingless -Host Sampling Code Sampling location Winged or Wingless- Host  Sampling Code
Kalachay Wingless - Citrus sinensis M19 Tonekabon Wingless - Zea mays M1
Kalachay Wingless - Zea mays M20 Chalus Wingless - Solanumnigrum M2
Langarud Wingless - Camellia sinensis M21 Langarud Wingless - Citrus aurantium M3

Tonekabon Winged- Citrulluslanatus M22 Chaboksar Wingless - Citrus sinensis M4
Tonekabon Winged - Cucumismelo M23 Langarud Wingless -Luffacylindri M5
Ramsar Winged - Cucumissativus M24 Chalus Wingless - Cucurbita maxima M6
Chaboksar Winged — Solanumtuberosum M25 Ramsar Wingless - Chenopodium foliosum M7
Chalus Winged - Filipendulaulmaria M26 Ramsar Wingless - Citrus sinensis M8
Ramsar Winged — Capsicum annum M27 Ramsar Wingless - Camellia sinensis M9
Chalus Winged — Cucumissativus M28 Ramsar Wingless - Urtica dioica M10
Chalus Winged— Cucumismelo M29 Tonekabon Wingless - Cucumissativus Ml11
Chaboksar Winged — Eriobotrya japonica M30 Tonekabon Wingless - Citrus sinensis MI12
Rudsar Winged — Cucumissativus M31 Tonekabon Wingless - Cucurbita maxima M13
Rudsar Winged - Luffacylindri M32 Chalus Wingless - Citrus aurantium M14
Kalachay  Winged - Robiniapseudoacacia M33 Chalus Wingless - Chaenomeles japonica M15
Kalachay Winged — Filipendulaulmaria M34 Rudsar Wingless - Citrus sinensis Ml16
Langarud Winged — Cucumissativus M35 Rudsar Wingless - Robiniapseudoacacia M17
Langarud  Winged - Robiniapseudoacacia M36 Kalachay Wingless - Cucumissativus M18
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Table 2. Sequences, number of bands and polymorphic information content (PIC) of the primers used in this

study
Primer Primer sequence (5'- 3") Number of bands PIC
OPAA10 TGGTCGGGTG 20 0.28809
OPADI10 AAGAGGCCAG 27 0.358755
OPM10 TCTGGCGCAC 19 0.366354
OPV10 GGACCTGCTG 17 0.320266
OPZ10 CCGACAAACC 25 0.260062
BI12 CCTTGACGCA 17 0.274649
E09 CTTCACCCGA 19 0.191464
A04 AATCGGGCTG 17 0.321646
A07 GAAACGGGTG 10 0.290938
A08 GTGACGTAGG 10 0.332039
Al19 CAAACGTCGG 12 0.415016
GO5 CTGAGACGGA 9 0.338126
G06 GTGCCTAACC 13 0.330939
Al2 TCGGCGATAG 15 0.332576
Al8 AGGTGACCGT 16 0.34757
M1l GTCCACTGTG 7 0.320483
M14 AGGGTCGTTC 12 0.355667
M18 CACCATCCGT 10 0.317093

Wos 8 sy 5 Lasls s (Ne) 5se JTd(Na) ois odtalive PT slin o Kke ~¥ 5l

Table 3. Average observed number of alleles (Na), effective number of alleles (Ne) and Nei’s index for groups

Groups Na Ne Nei’s index
1 1.899329 1.452434 0.264614
2 1.828859 1.421882 0.251329
Average 1.864094 1.437158 0.2571795
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Figure 1. Obtained dendrogram using Jacard similarity index and UPGMA method for 36
genotypes of Aphis gossypii
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Abstract

Aphis gossypii Glover (Hemiptera: Aphididae) is a polyphagus pest worldwide. It causes severe
damage to numerous economically important crops. Random Amplified Polymorphic DNA (RAPD)
markers were used to evaluate genetic variation among different populations of Aphis gossypii in some
parts of North of Iran. DNA was extracted from individual aphids collected from (3 regions in western
Mazandaran and 4 regions in eastern Guilan provinces, North of Iran) and amplified in PCR reactions
using eighteen random primers. Random primers produced 275 polymorphic bands, an average of
15.277 informative markers per primer. Genetic identity and distance obtained using Nei’s index
(0.824, 0.193 respectively), show a high genetic similarity and a low genetic distance among winged
and the wingless groups. Moreover, data analysis revealed a significant genetic diversity within
wingless individual aphids rather than winged ones. Individuals were clustered using UPGMA method
and Jacard similarity index. They were grouped in five main groups while wingless and winged
individuals were distributed in different groups.
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